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Chromosome X
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Epigenetic signature associated with maternal care in
rhesus monkey; both in T cell and in PFC
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Genes involved in the serotonin pathways that are
significantly differentially methylated between mother and

nursery reared rhesus monkey
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Genes Involvea In the AFA axis that are significantly
differentially methylated between mother and nursery
reared rhesus monkey
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Figure 2 — Differential gene expression in
leukocytes from
Mother reared, Peer reared, and Surrogate/Peer
reared Macaques
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Lipsmacking imitation on day 3
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Coordination reach and grasp
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